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3 <110> APPLICANT: Duprat, Fabrice P K| TT 

4 Lesage, Florian II \l u 

5 Fink, Michel 

6 Lazdunski, Michel 

8 <120> TITLE OF INVENTION: FAMILY OF MAMMALIAN POTASSIUM CHANNELS, THEIR CLONING 

9 AND THEIR USE , ESPECIALLY FOR THE SCREENING OF DRUGS 
11 <130> FILE REFERENCE: 12 01 -CIP-DIV- 2 - 00 

W--> 13 <140> CURRENT APPLICATION NUMBER: US/09/939 , 483 oV~ 
13 <141> CURRENT FILING DATE: 2001-08-24 

15 <150> PRIOR APPLICATION NUMBER: 09/144,914 

16 <151> PRIOR FILING DATE: 1998-09-01 

18 <150> PRIOR APPLICATION NUMBER: 08/74 9,816 

19 <151> PRIOR FILING DATE: 1996-11-15 

21 <150> PRIOR APPLICATION NUMBER: 60/095,234 

22 <151> PRIOR FILING DATE: 1998-08-04 

24 <150> PRIOR APPLICATION NUMBER: FR 96/01565 

25 <151> PRIOR FILING DATE: 1996-02-08 
2 7 <16 0> NUMBER OF SEQ ID NOS : 24 

29 <170> SOFTWARE: Patentln Ver . 2.0 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 1894 

33 <212> TYPE: DNA 

34 <213> ORGANISM: Homo sapiens 

36 <220> FEATURE: 

37 <221> NAME/KEY: CDS 

38 <222> LOCATION: ( 183 )..( 1190 ) 
4 0 <22 0> FEATURE: 

41 <223> OTHER INFORMATION: TWIK-1 

43 <400> SEQUENCE: 1 

44 gggcaggaag acggcgctgc ccggaggagc ggggcgggcg ggcgcgcggg ggagcgggcg 60 
46 gcgggcggga gccaggcccg ggcgggggcg ggggcggcgg ggccagaaga ggcggcgggc 12 0 
48 cgcgctccgg ccggtctgcg gcgttggcct tggctttggc tttggcggcg gcggtggaga 180 

50 ag atg ctg cag tec ctg gec ggc age teg tgc gtg cgc ctg gtg gag 227 

51 Met Leu Gin Ser Leu Ala Gly Ser Ser Cys Val Arg Leu Val Glu 

52 1 5 10 15 

54 egg cac cgc teg gee tgg tgc ttc ggc ttc ctg gtg ctg ggc tac ttg 275 

55 Arg His Arg Ser Ala Trp Cys Phe Gly Phe Leu Val Leu Gly Tyr Leu 

56 20 25 30 

58 etc tac ctg gtc ttc ggc gca gtg gtc ttc tec teg gtg gag ctg ccc 32 3 

59 Leu Tyr Leu Val Phe Gly Ala Val Val Phe Ser Ser Val Glu Leu Pro 

60 35 40 45 

62 tat gag gac ctg ctg cgc cag gag ctg cgc aag ctg aag cga cgc ttc 371 

63 Tyr Glu Asp Leu Leu Arg Gin Glu Leu Arg Lys Leu Lys Arg Arg Phe 

64 50 55 60 

66 ttg gag gag cac gag tgc ctg tct gag cag cag ctg gag cag ttc ctg 419 
llu Glu His Glu Cys Leu Ser Glu Gin Gin Leu Glu Gin Phe Leu 
65 70 75 
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aag 
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gtg 
Val 
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gcc 
Ala 



aag 
Lys 
145 
etc 
Leu 

gcc 
Ala 



Glu Arg 
130 

ggg ctg 
Gly Leu 

ate ggc 
He Gly 

ttc tec 
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He Asn Thr Leu Val Arg 
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ggc atg egg cgc gcc gac 
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305 
ctg 
Leu 
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290 
ttc 
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275 
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cag 
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cag tac 
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acg tgc 
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cgc tec 
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ttc cgc 
Phe Arg 



age 
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Ala 
370 
ggc 
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gac 
Asp 
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ate 
He 
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Leu 
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cag 
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He 

ctg 
Leu 

cac 
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295 
teg 
Ser 
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